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1 1 - 0 4 1 9 3 6 



©75. ^ $IBW£>fc<& # >r??R£$lig#Jt-leI^&* >/^K= 

X-f £DNA#=r-Fir3#>^«-e&oT, IB#J## : 4 lCSBfic©7 5. JWM 

mfr ib&z*yrt?nt.mmwizM^**y^?^.> 

DNA„ 

[If « 6 ] ft 5 lCfE«©DNA##A3 tlt^? * 

[ft #51 7 ] e (cib«©^^ ^ - zuntzmzmtfoo 

c 

^ F. 



mil^F 2 0 0 0 -3 




[0 0 0 1] 

[0 0 0 2] 
[$£f£tf)&#] 

ats-asr^bTfey. f*>t >###fc*nflsicfiUBu #Diiajcj:ys 

iotlT^Z ifrWMM**, 1992, h*^>3SS, ItSlg, pp2-14) . ^ A 



2 



ft 114$ 2000-301901 



tftsf. 1 1 - 0 4 1 9 3 6 



[0 0 0 3] 

= y -ictt, il-2 /3 $^fe^tf#< <ZM > * - n >f ^y^W^i u --MM 
h * >f 7 7 ^ U - i: b T li, -<>^-7xn>a/^ ti 

Slim?-! ^«#7 7^ U-^, U - 3& if 

, 1(8077^ >J-^6^TVM> (Miyajima, A. et al., Ann. Rev. Immunol 

. (1992) 10, 295-331) „ 
[0 0 0 4] 

[0 0 0 5] 
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miff.#2 000-3019 0 1 



1 - 0 4 1 91 



[0 0 0 6] 

D-Wfc£gJ!U SfteiCBB#6l/fcS/^^S/-^>^ (signal seque 

nee trap; SST)& (#gS¥9-324912^) fcfclJBLT, 4Mfc**fcfTo U >'ttf 
fi*©*UA RNAfctmiC, K*>/**K&=i-K**cDNA©;**y--- 

5 ij — (Miyajima, A. et al., Ann. Rev. Immunol. (1992) 10 , 295-331) KM 

3lUTV>fc-ft&. Ba/F3. DA-1, CTLL2#®#tl^ • U > A^MM*-? fc363i#jl 

m <£> H * £ # ^ # H 3 *i T 33 U , v n T *i % £ * " e & g ^ % * £> t b T M S * w 
Srj&£fcbT^5££#*ne>*iT^*,, *Hi©»i^^^SS«Wi: 

mm ■ mm^m^t^m^^m^^ i^/^iMt^wsfflM 

[0 0 0 7] 

Mb, .kyjufcftictt. 
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;iyi^#2 000-301901 



i 1 — 0 4 1 9 3 6 



(2) BE#l#-i§- : 4 \zBM(D7^ J g?SE?'Jfr "b &6 # >A^K, 

( 3 ) gE^'JS-^ : 1 lCfa«0)i£36Be^I^ *>fc£DNA£ /W/U X^SDNAtf 

(4) @s«-^: 3 izmmni&mmwfr ^^^nt /w yv #^x~$ zvmw 

(5) (1) (4) ©V^1**l2MCiB«©# K-TSDNA. 

(6) (5) KiE*<Z>DNA#J¥A£*lfc / <##--' 

(7) (6) \ZUM<Ds<>7 z-zuwi-zim.m^ 

(8) (?) iztmcDm^mm^mmt^xm^tj. o) *^ (4) <z>^ 
■f^mzmmcD^y^^nowmis^ 

o) (1) (4) (D\,^tifrizmM<D$ >;^stc*ftsm 

(10) (1) fr<b (4) c^1^frlCgE*©*>^*K©8B#*^ F\ 

(id bb^j## : 1 *fe»3 \zum(D^mm^t£&vMt.mskmzj\j 

(12) (1) tub (4) ©^rna^cga*©*:^*®^^*^^ 

(a) (1) fr*> (4) (7)\^tlfr\Ztm(DZy^V1!i&t^^<»^ft^°^V 

(b) (1) fr*> (4) (Z)v^-rtl^^c|^«(Z)^>^^Ht^^i^(7)^^^7f : • K 

(13) (12) \ztm<ni5mz£ vmrnztivz* (1) *^ (4) m ^ 



{ii 3£f# 2 0 0 0 - 3 0 1 9 0 1 




(14) 5^eS*"£-&£. ( 1 3) lC|2«aMb-£^ 



(15) U^>KT**>S, ( l 3 ) tcs3*<7Mbilr#u 

(16) 7J-^bT'feS, ( 1 3) fCfe«<£Kt-£#K 

(17) 7 h ( 1 3 ) \zmm<Dit^m. iCK-t-S>c 
[0 0 0 8] 

fcfc, ^ipj^c^t, r.;^r>Kj t it. mmmiz^m-t h^m<D $ y^ 

[0 0 0 9] 

[0 0 10] 
[0011] 

j-v^ odij. ^? to -75. ^ ib v &c +b ^ o4- y l j-r y ^ / /Jr 4** >?7 / ?\° h rm i - mm 

y_|x h/j > Jili-^^TPWJtJdi ^ '^b-^ y 'cJ 7f9 1 s*yti 'ck y -i r s>i 'i ^ j>c -t=r K-f^ w ^ *s y ^ i^cj 

[0 0 12] 
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4#5p. 1 1 -0 4 1 9 3 6 



/F3, DA-1, CTLL2^<Z>#ff& • V > A^*fflfl&8fcT* ^ ttfcc 6£oT, 

m3& . v _^^ u-cspum u e» «>o §b^i- ffi^^ic^ 

[0013] 
[0014] 

, boxiii. Jak 1?) tiM h*>f>^fl^©ffiS#JBK:Sgi: 

(Ning Jiang, J. Biol. Chem. , 271, 16472-16476 (1996)) . 

(Smith, D.H., Science, 238, 1704-1707 (1987); Novick, D. , Cytok 

ine, 4, 6-11 (1992)) = 
[0015] 

7 mSi£# 2 0 0 0 -3 



ftsp n-04 191 



tf. fiP^MWfEMfl^^ (Hashimoto-Gotoh, T, Mizuno, T, Ogasahara, Y, a 
nd Nakagawa, M. (1995) An ol igodeoxyr ibonucleotide-directed dual amber m 
ethod for site-directed mutagenesis. Gene 152, 271-275. Zoller, MJ , and 
Smith, M.U983) 01 igonucleotide-directed mutagenesis of DNA fragments cl 
oned into M13 vectors. Methods Enzymol. 100, 468-500. Kramer, W, Drutsa,V, 
Jansen,HW, Kramer, B, Pflugf elder ,M, and Fritz,HJ(1984) The gapped dupl 
ex DNA approach to ol igonucleotide-directed mutation construction. Nucle 
ic Acids Res. 12, 9441-9456. Kramer W, and Fritz HJ(1987) 01 igonucleotid 
e-directed construction of mutations via gapped duplex DNA Methods. Enzy 
■ol. 154, 350-367. Kunkel ,TA (1985) Rapid and efficient site-specific mut 
agenesis without phenotypic selection. Proc Natl Acad Sci USA. 82, 488- 
492) fciffcEV^T. SH?'J#-5§: 2 * fc»4 07 5 ) l!i:iSf Atl» Z. 

-(D&oiz. mpm^-. 2%t^*4\zmM<Dy$.jmmmz-&^Ti* J L<i$m 

y ntmrnrnzmmta* y w n%*ttftm<t>* y K^mtis 0 z. 
(D&vte&mmz&vz. mm^zr^jmm*. 3Qy$;m&>ft-e&v 
. #£l<», i5ys.jmuftx-3b*)* z^zft%L<te5y^;muftx&v 

[0 0 16] 

SK^ftTS/K (A. I. L. M. F. P. W. Y. V) . 8fcMSTS,>& (R* D. N 
. C. E. Q. G. H. K. S. T) . BgK&ffl&S:*-* 6 7 S 7 £ (G. A. V. L. I. P 

) . ftmg&mMmztit&Ts.jm (s, t. y) . mnm^mmmz^irz 

y*;m (C M) . *M>iM7^FMii^t§7^i (D. N. E 

, q) . MMUiW§7$;i a k. ho . ttm&mwmzn'r&y 

^jm (h. f. y. w) ^iif^rt^-et^ (s?aw^^i--ti : b7^ y ^oo-i 
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Ifiip. 1 1 -0 4 1 9 3 6 



[0017] 

-/^i KXliSQH^:^- K "f* •£ DNA $r 7 Sfc"t"3>«k3 IC^^LTZltil: 

^S^^-KlSAU fii^S^tfJ:<. ^S#lC^»©#ffi€:fflVAS 

[0018] 

LTWU A-f 7 V #Vlf-^3 (Sambrook,J et al., Molecular Cloning 

2nd ed., 9.47-9.58, Cold Spring Harbor Lab. press, 1989) £ Jg L it # & 

SIC, z:txilffi|Hltt^^^DNA5:»LT> gDNAfr e>BB7U## : 2 i; fctt 4 IClH 
y^f^ol, BE7'J#^: 2*fcfcMlCf3*<Z>*>^*e£«^WlC|i^fc* 

yrt9n.&&fc*&m<D*yrtt ^^^^^^^ LTti 

[0019] 

tfttg^ci^ft^A^KSru- K-rSDNA^^Sfrsfcto^A^ #V if 
—> 3 >^ ^Jiii xMJ>y'x>i/-^ io%*;vat^K\ 5xsspe. 1xt 



lYMtt 2 0 0 0 -3 



4#5£ 1 1-041 9^^ 
J:tUh'J>yx>hft*ft) fcUTtt, 25%*W5K, 5xSSPE, 1xt= > A 
^x>hfc&#) £bTtt> 50%^;i/^T^K. 5xSSPE, lxf^/Vl/ bigft, lx 

£i:ff«nre**. ,w^u*Wiz— >3>k^*_t. *>**K&=i- 

K-TSDNA (SS«# : l£fe»3) ^>f V- KM V^fcte^if 

[0 0 2 0] 

A 3 - * R*I# # : 2 * 4 c * > K i: **» tc H * & * > 

«&5£1-£K&, £M (Wilbur, W. J. and Lipman, D. J. Proc. Natl. Acad 
. Sci. USA (1983) 80, 726-730) \Z&M<»T fr3 V X U\Z U 1ttfiZ-lZ & V*. 
[0 0 2 1] 

i^mmo^yn^m^ 3£#K&#©#ts"y* 

x. &&^iz^7.^i?yzmmtftin$^^fr^* y ^* mthxm ^ m ( 



ffi|iE#2 0 0 0 -3 




1 1 — 0 4 1 9 3 6 



[0 0 2 2] 

Fit 4>&< ^t;70T^ y se> & t. l< i±ioo7 ^ j m&>±> z^izn&L 

0Mfc-&4fc©:x* i; ;£^Ei©#>^lt©^Pfi*M©sli$^&^*'J 
ML#5. ^^©gP^:/^- K£ ITU Mx-tf, 

*y*>7'Rtfis$Lftz>. Mx.i£> Vify\?£.<Dllg&mzii-t&tfmMft^ 

^ftj©^7^- K^fiKSS. &£^&#f£^©gfiSC£OT&^^^-i^-TO"t 
[0 0 2 3] 

*iewtt, #5gf£©# >A°?«&3- K-rsDNAicgg-r *^h^©dna 

BP*>, mRNA^f>#^$nfccDNAT?&6*\ $V ADNATA 5 *\ ft^-&J?£DNAT*& 
SfrfciffcfSfcfcv*. #5§0B©# >r?*JC£n- Kb95PS»J, aM5t£# 

© ftg£ Klgo < ft :g©£S62#I £ ^ 1 5 DNA# ^ * ti £ . 
[0 0 2 4 ] 

&&m<D*ytf!7W*: b T v % £ M J: U cDNA^ ^ U - £ ff^ L , 
<75DNA©ffi#l (Mill : 1 £ktt3 tCgE^©DNABE#i) ©-gP^D- 



1 1 



,HKIiT#2 000-301901 



Sft^ 11-0419! 

4e>7^K^:*3RbTV^6jWI!BJ:yRNAS:WKU #«lB©DNA©5i#l (09*.tf, 

l*fc»3K:fB*©DNAS!#I) IC«^5 V*T * U =TDNA U 
^^-fcbTJS^TPCRfcfS&tfV^ #««© * R * =* ~ cDNA 

£±tipg£ « i i: £ «t l J KS§^£ - £ =fo»TIB-e&S. 
[0 0 2 5] 

[0 0 2 6] 

*^0^©DNA«A$nfe^^^-icsg-rso ^sse©** 

JM109, DH5 a , HB10U XLlBlue) fe4fe**JC**iS^*il»^«>fe»^ 

, *n§8T**t<i£ rori J ^h\z^^M^nt=.±mm(Dm 

^ttmzmi*^* P UC*K**-, PBR322, PBIU 

escript. pCR-Script&if^rffetl*. * fccDNA©"*^* D *\ «yffi 

L*B«rfcbfc***±iB***-©«ifc:, pgem-t. p direct\ pT7&K#&tfe> 

© «3S & B » * I- /< ^ * - »* Tf S *i * * e> <fc±IS«« S: » 

oti^C, ^i^JM109, DH5 a > HB10U XLlBluefc£©*»«i: bfc*^£fcV* 
Ttt, «ltPKWt5^^0?-^ lac,T7^H) 

©flfitCpGEX. PEGFP, *fcttpET(Z©*^ «±»T7 RNA*° U * 9 - b 

I 2 miiE#2 000-301901 




^fjp i 1 - 0 4 1 9 3 6 



[0 0 2 7] 

ttz, CHOiffflflg, COSM , NlH3T3»^©i^MT-CD^5j!£ Lfc^ 
^IZlt. mmfo^^Zlt&f-tb^'&M&^U^-Z- (SV40.MMLV-LTR.EF1 a , 

mmtzt-tboimfc^- (m?l&* mm (*^-v>r^>, G4i8&£) icfcywjr 

£^#-hLT&, pMAM, pDR2, pBK-RSV. pBK-CMV, pOPRSV, pOP13 

[0 0 2 8] 

mte^-Z^-tZ'*? Z- (MX-H. pCHOI&if) &Jg^:* h hl/=*fiz- h (MTX 
SV40 T^m^^-t*5fte : ?-S:^fe^±lC^oCOSaajaS:ffl^TSV40©«$Sif8K 
[0 0 2 9] 

Tff O t^RTIgT-^)-5 (Molecular Cloning ,5.61-5.63) „ 
[0 0 3 0] 

* -ft^A£*i LTfcMf ^^fJPMii^e < . M;Ui, A®K^«* 

(Z)M«&££M^£ ^^fgT&Sc AJMT'tt, Mx.ll JM109. DH5 a 
, HB101 ^##if £*U »iM^£^TH fllX-H CH0»> COSfflflg, 3T3 



1 3 



ffifiF.^f 2000-301901 



1 1-041 



[0 0 3 1] 

tins. ?i*-3ffci?lC#3£liB<Z># >/**jR£&&LT#£:ffijfiL?if, "t^ 

[0 0 3 2] 

^□^>G#^Z^ DEAE-f:*>£$?n^h^:7^-, *ftmG>*>'V?'B. 
[0 0 3 3] 



ffi$E#2 0 0 0 -3 



1 1 — 0 4 1 9 3 6 



Mfi<*&JR»UTfc«fc^ (Hlg«« : ffi«^HI*^ fc "092-03918, K093-2227, 1*094- 
02602, K094-25585, W096-33735 «fc tfW096-34096#flB) „ 
[0 0 3 4 ] 

fctofcmm-Zlb-oT*^. M*-& m^mntl^Xit. Fab, F(ab' )2, FvXfcH 
« L«OFv £ jg a * U > * - -C ' £*£ S * 2/ > x >f >Fv (scFv) (Huston , 

J. S. et ah, Proc. Natl. Acad. Sci. U.S.A. (1988) 85, 5879-5883) &m 

£5§^/^#-icafAL£|£, 3ia5&?S±#fflJiaT*ie^S-ti:S (09* li. Co, M. S 
. et al., J. Immunol. (1994) 152, 2968-2976 ; Better, M. and Horwitz, A. 
H., Methods Enzymol. (1989) 178, 476-496 ; Pluckthun, A. and Skerra, A. 
, Methods Enzymol. (1989) 178, 497-515 ; Lamoyi, E. , Methods Enzymol. (1 
986) 121, 652-663 ; Rousseaux, J. et al., Methods Enzymol. (1986) 121, 6 
63-669 ; Bird, R. E. and Walker, B. W. , Trends Biotechnol. (1991) 9, 132 

-137#H8) c 

[0 0 3 5] 

»^tbt, jK'Jif U>^'J3-* (PEG) mcD&mfr+t^Lt 

[0 0 3 6] 



1 5 



m,1iT:#2 0 0 0 - 3 01 9 0 1 



#aj2 1 l - 0 4 1 9( 



X^DNAfcfflffilftfcDNAfc^JSftlC/W^ U ^Xb^S^D- W5>f7- 
[0 0 3 7] 

*<t£tt U#>K* 7^K £<fctf7>*^-*F) KM**. 

[0 0 3 8] 

[0 0 3 9] 

mte$,®. mmmm±m. -wf. ^^i-^m^mi^ 

[0 0 4 0] 

(Agtll, ZAP5&^) £fflV^cDNA^^U-£^b. ^*l£LB-7 



fflSE4^2 000-30 1 901 



$f 5p 1 1 - 0 4 1 9 3 6 



h^IX^>^Oyf^>^J (Skolnik EY, Margolis B, Mohammadi M, Low 
enstein E, Fischer R, Drepps A, Ullrich A, and Schlessinger J (1991)Clon 
ing of PIS kinase-associated P 85 utilizing a novel method for expression 
/cloning of target proteins for receptor tyrosine kinases. Cell 65, 83-9 

2ftfc»£fe*a-->*^^^ i; _ S ^cDNA?:#iiUTA©®lC^ALT^^ 

s-e* w&mmft**&®0*>"***^*** y ******* ^ 

) rtwoA>f y KS/^-r-^J ( TMATCHMARKER Two-Hybrid Systemj , TMarama 
lian MATCHMAKER Two-Hybrid Assay Kitj , TMATCHMAKER One-Hybrid Systemj ( 
V^fcclontechftS). THybriZAP Two-Hybrid Vector Systemj (stratagene 
J±38), « Walton S, and Treisman R (1992)Character ization of SAP-1 , 
protein recruited by serum response factor to the c-fos serum response 
element. Cell 68, 597-612j ) IC^WS** Z. £ fcnfffiT?**. 
[0 0 4 1 ] 



a 



1 7 



ifiSE^ 2000-30 1 9 0 1 



11-04 1 9i 



(D^^:n^>^#:fC|5£££nSt> CD ifflfl&K F* W yiZi/tfj-JVfc 

ilbTSIitSril^tS (Mallet, S. et al., EMBO J. , 19, 1063-1068 

(i99o)) D ouo^mmt. mmmziEvi'y+ftZfcmt&z.titf-vz&z.iifr 
i^mKmm^BntLxv^y^(D^^v--y^^n^^£^v^^ (Ba 

urn, P.R. et al., EMBO J., 13, 3992-4001 (1994)) „ ig?BHdH£#'f4tttt 
thXit. {SiJiH BaF3^FDC-Pl&*D*i:L/feIL3ft#tt*HilS*S:f , Jffl"t-Sr ^ 

[0 0 4 2] 

Lfc583^cDNA^>f ^9 U -^C0S^ifCDmC#ALT#fcJS«_h»5:Mnb, 
ilTt»*Sl©Ift (M^-M^tt^ir^aig^j^btfe^^^ 
ft&<£tf) Sr*g«lcU^>K&«fffrs 1/^ Mfi3^^n-->^J (Yo 

kota T, Otsuka T, Mosmann T, Banchereau J, DeFrance T, Blanchard D, De V 
ries JE, Lee F, and Arai K. (1986) Isolation and characterization of a hu 
man inter leukin cDNA clone, homologous to mouse B-cell stimulatory facto 
r 1, that expresses B-cell- and T-cel 1-stimulating activities. Proc Natl 
Acad Sci USA. 83, 5894-5898) lei y S83StS r £fc«IfBT*&5. Ztlb<D 

i; yyjsmt* &mn<D*y^?MKft'tz>ttfo J P* *ftw<D*y/*9 

[0 0 4 3] 



2000-301 90 1 



ijf i{l l 1 — 0 4 1 9 3 6 



U KDNAfc 7 D - 7 £ b TcDNA^ >f ^ ^ U ~ & * * ^ ~ - y - h lZ 
[0044] 

t^ItmS (Suda, T. et al., Cell, 175, 1169-1178 (1993)) „ £ fc, 

*bfc»IS*^ y^K******^**^****- cDNA 5 4 

y^v-zmxist^MMzm^xmrnKv Flirts s<b 

[0 0 4 5] 

Stic, itia®. zitittm®Ay9* $jL<\$ : ?y#^7T-vs<y°?-F?J x 

p-fife (Wrighton NC; Farrell FX; Chang R; Kashyap AK; Barbone FP; Mu 
lcahy LS;Johnson DL; Barrett RW; Jolliffe LK; Dower WJ . , Small peptides 
as potent nineties of the protein hormone erythropoietin, Science (UNITE 
D STATES) Jul 26 1996, 273 P 458-64. Verdine CL. , The combinatorial chemi 
stry of nature. Nature (ENGLAND) Nov 7 1996, 384 P ll-13, Hogan JC Jr.,Di 
rected combinatorial chemistry. Nature (ENGLAND) Nov 7 1996, 384 pi 7-9) 



mm 2 000-301901 



4$ 5£ H-04 19 



[ 0 0 4 6] 
[0 0 4 7] 

-frmno^V >^JCJ; y»$ti-5^^£. ^Rli: LTE^ stif- 
le li, ^©^^|Si3tStcj:»;gS^bbTMv^ri:««FllB-efeS. 

, 3i«^±tm a *i (^a^^*. *twtfu mmm. 

JWBrtffl, toft®* *fettgP69Jcff*)tiSi:% 

#St ^ J: 

[0 0 4 8] 

B&^U&JO.l^lOOmg, #£l,<ttif&1.0fr*>50«g, J: U h < KMl . 0^ <b 

20«gT?fe5. 

[0 0 4 9] 

iCfc^TtiU lH&fc y*ij0.01fre>30mg, L<&$j0.1^<b20mg, i'Jttb 

[0 0 5 0] 

[0 0 5 1] 



ffigi^ 2 0 0 0 -3 




1 1 -0 4 1 9 3 6 



75 U - CO 7> ^7 U - r. y *f 

v5^^^'7;i/7^> (OVA) (DT< J m. 323~339iC#f|tfj&T£fflMU-fc7* 
-©b7>7vyx-7^777x, 0VA-23-3t;}:I£tC5£\£$;ftT (SatoP,, 1994 

, Eur. J. Immunol., vol.24, p. 1512) „ OVA-23-3 7^ 7. (D^-MMM &0VA323-3 
39^7^ K, ^>#-n^3f>2, >#-0-f3r>12&t>*m^ 

U >A"3^tC^>fb U ££0VA323-339^75 : - h\ t&WM^W$&, 

*yi, 4 y %-u4*yWkt$%i4 y%-u4 ^yi2^ j vu—r 

ftl"3"<£ 31 iltfWCTj^tlT (Ohta£>, 1997, Journal of Immunological Met 

hods, vol.209, p. 85) „ 
[0 0 5 2] 

st TrackUnvitrogen^^TpolyAWRNA^glglibT^ Superscript Choice Sy 
stem(GIBCO BRL) (D 5 > A V - £ Jg ^ Tn#itcDNA£ £r£& L fc„ cDNAtf) 

jf^^^&SUtBstXIT #7# - (Invitrogen) £tt#nL, SizeSep 400 Spun Colu 
mn(Pharmacia)£M^T400b P J^±(DcDNA£#HL7co S'JiCBstXI (S?g5g) &1>*BA 
PjjllLfe PMX GM(-)v-m P l M2 (#0¥9-324912##!Q T4 DNA 1 iga 

^ se^^^^itT^Lfe. ^n^Gene Pulser (Bio Rad) £ Jgl^Tlt^?L&K: 

t^il DH10B (GIBCO BRL)lC#AbTcDNA5>f 75U 
[0 0 5 3] 

5>f 75 U -lliMiA^iftibt^^^ K£ JETstar#5A (GENOME 
D)£^T*f§£Lfc 0 /^^^T-^^^lfflJ^ B0SC23(Proc. Natl. Acad. Sci. USA 
, vol.90: 8392-8396, 1993){C LipofectAMINE (LIFE TECHNOLOGIES) £ M 
y^^z KcDNA5 7'5'J -4 S7>X7i^Mfe t B0SC23£10%'7 vJS&^&M 
(FCS, JRH BIOSCIENCES) ^frDulbecco' s Modified Eagel Medium (DMEM, LIFE 
TECHNOLOGIES) Tr6cm dish (Corn ing) (C« £iA#16B#P B m DMEMT*fti£U 
200^1 DMEMT*#3RLfcl8/t 1 LipofectAMINE i:200 m 1 DMEMT*##* L £ 75 * S 



2 1 



aii£*# 2000-301901 




K 3 n g £ Mi?T 15# fS^M-eiftfi L =b © IC 1 . 6« 1 DMEM & ^i?T M &C#Px. „ 
5B£|Sa& 2ml {D20%FCS£^frDMEM£#n;U9f$^ig*L£ o 3ml(Z)10% FCS 

fe-^tf ^36_tSf tCx"? >^interleukin-3(IL-3)S.I?'10Atg/ml hexadimethr ine bro 
mide£#nA, rtltCBa/F3|fflgg^^?§bT^$-ti:fc 0 ®Sfe31±T24l$RI&«lillB 
£ U >K3g«?filCT3IlI?5t?^L/10XFCS$:'&t/RPl!I1640lCT«§IS:^BWfco 
[0 0 5 4] 

I L-3##& T T-if^B lTff:^D->*^ IgfettDNA ^ftffiU cDNA# ASP& 
Sr^frJ^lCfg^Lfe:/^^- (5' -gggggtggaccatcctcta-3' /BB#I#-£ : 5. 
• 33 0:1? 5' -cgcgcagctgtaaacggtag-3' /@E#JS-5# : 6) £JS v>TPCR£*tVncDNA»t 

#£®IRL£= PCR&SOOng^&ftDNA. 500pM &T7^>f^-, TaKaRa LA Taq 
$@3t) 2.53M&, 2.5mM MgClg. 0.3mM dNTPs&T/gURSsttMIM Sr^^SJCS^O 
A HCO^TGeneAmpPCR System 2400T*J^T©^frlC"rf?o fc. 98*C, 60#(D^ 
rg8°C,205pi\ 68°C,120#J OD^-^f * £30HtfT o feo PCR&J^ £ 7#a 

e ) ^lfeDNAWT^r^cov^T©ife3lfi2^IS:^L/fei:-5, ishm hts^y&mfo* 

^ [0 0 5 5] 

5££^cDNA&$53;fc«>lCTh2§!V >^°^cDNA^-T U -£oligo 417°^ j t 
-T~£f*U ±IHcDNAWr^r«:^n-^C^^\;-->^Lfc. Ji#£titC»Th2M 
U >/N°^polyA(+)RNA^bSuperScript Choice System (GIBC0 BRL)<Z)oligo dT7° 
^V-£M^T— ;£itcDNA£^J&b£ 0 cDNA0*^¥?f #L3l^BstXI7 
-(Invitrogen)£fJ#IJL. SizeSep 400 Spun Column (Pharmacia) ^T400bp 
#_h<BcDNA£#HiLfc 0 S'JlCBstXI (SID St^AP^S U£pME 18s (Liu, Y.C 

et al., Proc. Natl. Acad. Sci. USA, 90(19), 8957-8961 (1993)) 
T4 DNA ligase$:^M$-i±T^^Lfe 0 Jltl^Gene Pulser (Bio Rad)£MV^^ 
^?L^i:t^ii DH10B (GIBC0 BRL)tC^ALTcDNA5-r U - fcfll^Lfc 



aili# 2000-301901 



jf$5£ 1 1 - 0 4 1 9 3 6 



-ffi&X.*B§S^»ft^^^ F JETstar^j A (GENOMED) 
[0 0 5 6] 

(22115; 5'-ggtgatgtcacagtcgtctgccatg-3'/BE3?U## : 7, d3 <t t)^221 13; 5' -a 
cggtccgcaggagtagcagtaa-3' /@E^'J#^ : 8) . 2.5-M MgCl^ 0.2mM dATP, dGTP, 

dCTP, O.lniJl dTTP, 10/iM Biotine-21-dUTP, 2.5^&TaKaRa LA Taq (SM5t 
) ^mm^mmm^^^lx^m^ P- UZ-D^XGeneKmp?CR System 2400 T* 98 
°C. 60#CD»1^ r 98°C, 20#, 59*C, 20#, 74°C , 60#j -f * ;b £ 300 
ff^Xl-yitLr-. ^CD^^-^XLDNA lOOng&^tf 14.9/tt ItK^^IOCC 5 
2mM CoCl 2 , 30mM TrisHCl pH8.0, 8mM MgClg, 1.6mM ATP [ y S] , 

so mm atp ^n^nmmmm) &zM»g reckttmx.. 3nx:ittm&u&.±m-7 

t7*^ KcDNA^>f 7^V-Z5»gWK(MmmmOv\)%iZ20fim&Ul;t~° Hin 
dIII^tXDNA£50ng^5#^ 10%SDS£0.6 n U 14mg/-l Proteinase!^ 0.4 
Al^^lO^r^^SOmM PMSF£2/il2ra*TiRf&&£lt£-efc. '^tciiwmDN 
A-eblocking^SLfeStreptavidin MagneSphere (Promega) £#DX-> 20^M^* 
0.05% Tween20S:-g-tflOMM TrisHCl pH7.5, 1«M EDTA, 1M NaClT?lEK 
10mM TrisHCl P H7.5, ImM EDTA, 2M NaClf3!Hft#gL £ <b iC&WzKT'lEiSfc?* 
LlmM EDTA, 0.1N NaOHT'DNA£$gffi 
[0 0 5 7] 

J-)\;ViW&. Gene Pulser (Bio Rad) ££i V^fi^^TL&^T AHf 
SDH10B (GIBCO BRL)K*AU 50 ^ g/.l T > tT U >^#ifi±lCTffl*ift* 

[0 0 5 8] 

fy'J>ttM±i:tlW^^MU- t ±ffi©221L5&tf221L3&MV^T 
^^^^ICTnO^-PCR^^Tofe. ^400i&S^"> F## ^*l£B§tt=I O - 
-frih-frXS. K^iffilt # AcDNA (D &gfE?'J £ #/£ L ■ £ = 
[0 0 5 9] 



aill#2 000-301 9 01 



if$3p 11—0419 



±tmmz£V2mm(D?u->$mt>^ r 2i5Lj t_m-?z>)\$i™^ 

a©cDNA(i2^J#^ : 1) 3bQ7^ J mmmm^m^ : 2) 

ij l/-2*(59~1135&)#i8#>e>*lfco 1-247^ 7 ^ 

tf*/>r-}-frm&U 23i~253T^ y^ESl^^tJISsns. 

F*>f >£oV^tt, IL-2r #©1^-9-^ h^J-T >S^-^-77^J --e 
##S*lT^* 2/*^>f WS#y * * (201-2057 ^ J o ^TJtK 

ft^ffiHttSrasLfc. * fe*HJI&F^ F^-f>ld^>V^*r tt262~269T ^ ^ fift. 311 
—3227^ y^^-etl-^tlboxl • box2£U£kf#l<£>iM ^S^ftl^St"^ 
*/ >f i~ ;v £ j§ £ M £ £ W ^ *i T £ flgjg h © *B ratt & ^ b c 

[0 0 6 0] 

%e>-*( f 215Sj i:ait5)tt 804m«(SE^J#^ : 3) iyftU, 1887^7 
St£§S (WJ##:4) - Kt5^-^> 'J - f I/ - A (98~661(j[ 

) #fg& £ *l 0 is 71- frmmUT 175 7 S y $ * T' & £ < 2 15 L ffi |hJ & § # 

* - ic# < M e> ft -6 "T^§2 i: #^ ^ ftfc. 

[0 0 6 1] 

V^^Multiple Tissue Northern (MTN) Blot (clontech) &JB^T*3£>ftfccDN 

aWt^t" &:7a — ^ic/W^U ^if^f S/s>£fTofc£w2>'frKU Aft. ffFBi. £ 

«fctmill^^T:>^;i/#f$&^ft£o T^^^»^-e»Ba/F3, DA-1 , C 

tll2^#m^ • u yAm&mmmv(D&mtfn#)t>ftf-° 

[0 0 6 2] 

[£§0J!tf)?iJ*] 

ffiMftv^ h^^y^m^m^y^^M^^^^nh^m^^^nr^o v 
a vij^y^m^-A-yr^ u -w^ft^-M^ *ft^ft«SB<z>#*fc5 



mtiE# 2 0 0 0 -3 




4$3p. 1 1 - 0 4 1 9 3 6 



[0 0 6 3] 

SEQUENCE LISTING 

<110> KITAMURA, Toshio 

<120> Cytokine receptor-like proteins 

<130> Cl-102 

<140> 
<141> 

<160> 8 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 1278 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (59).. (1135) 

<400> 1 



q$3p. 11-0419 



accggctcgg accgaaccag ctgtcaatca ctgcagcgtc cgcggccccg ccggcgac 58 

atg gca tgg gca etc g c g gtc ate ete etg cct egg etc ett aeg geg 106 
Met Ala Trp Ala Leu Ala Val He Leu Leu Pro Arg Leu Leu Thr Ala 

R 10 15 



gea geg geg gcg geg gcg gtg aeg tea egg ggt gat gtc aca gtc gtc 154 
Ala Ala Ala Ala Ala Ala Val Thr Ser Arg Gly Asp Val Thr Val Val 

25 30 



20 



tgc eat gac etg gag aeg gtg gag gtc aeg tgg ggc teg ggc ece gac 202 
Cys His Asp Leu Gin Thr Val Gin Val Thr Trp Gly Ser Gly Pro Asp 

35 40 45 



cac cac ggc gee aac ttg age etg gag ttc cgt tat ggt act ggc gee 
His His Gly Ala Asn Leu Ser Leu Glu Phe Arg Tyr Gly Thr Gly Ala 

50 55 M 



250 



etg caa ece tgc ccg cga tat ttc etg tec ggc get ggt gtc act tec 
Leu Gin Pro Cys Pro Arg Tyr Phe Leu Ser Gly Ala Gly Val Thr Ser 

65 70 75 80 



298 



gg g tgc ate ete eec gcg geg agg gcg ggg etg etg gag etg gea etg 346 
Gly Cys lie Leu Pro Ala Ala Arg Ala Gly Leu Leu Glu Leu Ala Leu 



85 



90 



95 



cge gac gga ggc ggg gee atg gtg ttt aag get agg eag cgc gcg tec 
Arg Asp Gly Gly Gly Ala Met Val Phe Lys Ala Arg Gin Arg Ala Ser 

105 HO 



394 



100 



2 6 
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gcc tgg ctg aag ccc cgc cca cct tgg aat gtg acg ctg etc tgg aca 
Ala Trp Leu Lys Pro Arg Pro Pro Trp Asn Val Thr Leu Leu Trp Thr 

115 120 125 

cca gac ggg gac gtg act gtc tec tgg cct gcc cac tec tac ctg ggc 
Pro Asp Gly Asp Val Thr Val Ser Trp Pro Ala His Ser Tyr Leu Gly 

130 135 140 

ctg gac tac gag gtg cag cac egg gag age aat gac gat gag gac gcc 
Leu Asp Tyr Glu Val Gin His Arg Glu Ser Asn Asp Asp Glu Asp Ala 

145 150 155 160 

tgg cag acg acc tea ggg ccc tgc tgt gac ttg aca gtg ggc ggg etc 
Trp Gin Thr Thr Ser Gly Pro Cys Cys Asp Leu Thr Val Gly Gly Leu 

165 170 175 

gac ccc gcg cgc tgc tat gac ttc egg gtt egg gcg teg ccc egg gcc 
Asp Pro Ala Arg Cys Tyr Asp Phe Arg Val Arg Ala Ser Pro Arg Ala 

180 185 190 

gcg cac tat ggc ctg gag gcg cag cct age gag tgg aca gcg gtg aca 
Ala His Tyr Gly Leu Glu Ala Gin Pro Ser Glu Trp Thr Ala Val Thr 

195 200 205 

agg ctt tec ggg gca gca tec gcg gcc tec tgt acc gca age ccc gcc 
Arg Leu Ser Gly Ala Ala Ser Ala Ala Ser Cys Thr Ala Ser Pro Ala 

210 215 220 



442 



490 



538 



586 



634 



682 



730 



IWUM2 000-30 1 901 



ijfsp. l 1-04 1 



cca tec ccg gec ctg gec ccg ccc etc ctg ccc ctg ggc tgc ggc eta 778 
Pro Ser Pro Ala Leu Ala Pro Pro Leu Leu Pro Leu Gly Cys Gly Leu 

225 230 235 240 

gca gcg ctg ctg aca ctg tec ctg etc ctg gec gec ctg agg ctt cgc 826 
Ala Ala Leu Leu Thr Leu Ser Leu Leu Leu Ala Ala Leu Arg Leu Arg 

245 250 255 

agg gtg aaa gat gcg ctg ctg ccc tgc gtc cct gac ccc age ggc tec 874 
Arg Val Lys Asp Ala Leu Leu Pro Cys Val Pro Asp Pro Ser Gly Ser 

260 265 270 



ttc cct gga etc ttt gag aag cat cac ggg aac ttc cag gec tgg att 922 
Phe Pro Gly Leu Phe Glu Lys His His Gly Asn Phe Gin Ala Trp lie 

280 285 



275 



gug gac gec cag g 



cc aca gec ccg cca gec agg ace gag gag gaa gat 
Ala Asp Ala Gin Ala Thr Ala Pro Pro Ala Arg Thr Glu Glu Glu Asp 

290 295 300 



970 



gac etc ate cac ccc aag get aag agg gtg gag ccc gag gac ggc acc 1018 
Asp Leu He His Pro Lys Ala Lys Arg Val Glu Pro Glu Asp Gly Thr 

310 315 320 



305 



tec etc tgc acc gtg cca agg cca ccc age ttc gag cca agg ggg ccg 1066 
Ser Leu Cys Thr Val Pro Arg Pro Pro Ser Phe Glu Pro Arg Gly Pro 

325 330 335 



gga ggc ggg gee atg gtg tea gtg ggc ggg gee acg ttc atg gtg ggc 1114 



2 8 
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Gly Gly Gly Ala Met Val Ser Val Gly Gly Ala Thr Phe Met Val Gly 

340 345 350 

gac age ggc tac atg acc ctg tgaccttgaa gtcactgcca gtctatactt 1165 
Asp Ser Gly Tyr Met Thr Leu 

355 

caggctgagg tcacttcctg tctttaaata attcaaactc acaaatcctg tgcctgtctg 1225 
tatgeaaatg tggtcacgaa tattcaaata aaatgcaaat getatgetaa aaa 1278 



<210> 2 
<211> 359 
<212> PRT 

<213> Mus musculus 



<400> 2 

Met Ala Trp Ala Leu Ala Val lie 

1 5 

Ala Ala Ala Ala Ala Ala Val Thr 

20 

Cys His Asp Leu Glu Thr Val Glu 

35 40 

His His Gly Ala Asn Leu Ser Leu 

50 55 



Leu Leu Pro Arg Leu Leu Thr Ala 

10 15 

Ser Arg Gly Asp Val Thr Val Val 

25 30 

Val Thr Trp Gly Ser Gly Pro Asp 

45 

Glu Phe Arg Tyr Gly Thr Gly Ala 

60 



miE^f 2000-301901 
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Leu Gin Pro Cys Pro Arg Tyr Phe Leu Ser Gly Ala Gly Val Thr Ser 

65 70 75 80 

Gly Cys lie Leu Pro Ala Ala Arg Ala Gly Leu Leu Glu Leu Ala Leu 

85 90 95 

Arg Asp Gly Gly Gly Ala Met Val Phe Lys Ala Arg Gin Arg Ala Ser 

100 105 HO 

Ala Trp Leu Lys Pro Arg Pro Pro Trp Asn Val Thr Leu Leu Trp Thr 

115 120 125 

Pro Asp Gly Asp Val Thr Val Ser Trp Pro Ala His Ser Tyr Leu Gly 

130 135 140 

Leu Asp Tyr Glu Val Gin His Arg Glu Ser Asn Asp Asp Glu Asp Ala 

145 150 155 160 

Trp Gin Thr Thr Ser Gly Pro Cys Cys Asp Leu Thr Val Gly Gly Leu 

165 170 175 

Asp Pro Ala Arg Cys Tyr Asp Phe Arg Val Arg Ala Ser Pro Arg Ala 

180 185 190 

Ala His Tyr Gly Leu Glu Ala Gin Pro Ser Glu Trp Thr Ala Val Thr 

195 200 205 

Arg Leu Ser Gly Ala Ala Ser Ala Ala Ser Cys Thr Ala Ser Pro Ala 



3 0 
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210 



215 



Sfijf. 1 1 - 0 4 1 9 3 6 



220 



Pro Ser Pro Ala Leu Ala Pro Pro Leu Leu Pro Leu Gly Cys Gly Leu 

235 240 



225 



230 



Ala Ala Leu Leu Thr Leu Ser Leu Leu Leu Ala Ala Leu Arg Leu Arg 

245 250 255 



Arg Val Lys Asp Ala Leu Leu Pro Cys Val Pro Asp Pro Ser Gly Ser 

265 270 



260 



Phe Pro Gly Leu Phe Glu Lys His His Gly Asn Phe Gin Ala Tr P lie 

280 285 



275 



Ala Asp Ala Gin Ala Thr Ala Pro Pro Ala Arg Thr Glu Glu Glu Asp 

295 300 



290 



Asp Leu He His Pro Lys Ala Lys Arg Val Glu Pro Glu Asp Gly Thr 

315 320 



305 



310 



Ser Leu Cys Thr Val Pro Arg Pro Pro Ser Phe Glu Pro Arg Gly Pro 

325 330 335 



Gly Gly Gly Ala Met Val Ser Val Gly Gly Ala Thr Phe Met Val Gly 

345 350 



340 



Asp Ser Gly Tyr Met Thr Leu 

355 



IWUftZ 0 0 0 - 3 0 1 9 0 1 
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<210> 3 
<211> 804 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (98).. (661) 



<400> 3 

cgttttcggc tctaagcggc ctgggcgccc tcgactcgga ccggctcgga ccgaaccagc 60 



tgtcaatcac tgcagcgtcc gcggccccgc cggcgac atg gca tgg gca etc gcg 115 

Met Ala Trp Ala Leu Ala 
1 5 



gtc ate etc ctg cct egg etc ctt acg gcg gca gcg gcg gcg geg gcg 
Val lie Leu Leu Pro Arg Leu Leu Thr Ala Ala Ala Ala Ala Ala Ala 

10 15 



20 



163 



gtg acg tea egg ggt gat gtc aca gtc gtc tgc cat gac ctg gag acg 
Val Thr Ser Arg Gly Asp Val Thr Val Val Cys His Asp Leu Glu Thr 

25 30 35 



211 



gtg gag gtc acg tgg ggc teg ggc ccc gac cac cac ggc gec aac ttg 
Val Glu Val Thr Trp Gly Ser Gly Pro Asp His His Gly Ala Asn Leu 

40 45 50 



259 



ffiil4#2 0 0 0 - 3 0 1 9 0 1 
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age ctg gag ttc cgt tat ggt act ggc gec ctg caa ccc tgc ccg cga 307 
Ser Leu Glu Phe Arg Tyr Gly Thr Gly Ala Leu Gin Pro Cys Pro Arg 

55 60 65 70 

tat ttc ctg tec ggc get ggt gtc act tec ggg tgc ate etc ccc gcg 355 
Tyr Phe Leu Ser Gly Ala Gly Val Thr Ser Gly Cys He Leu Pro Ala 

75 80 85 

gcg agg gcg ggg ctg ctg gag ctg gca ctg cgc gac gga ggc ggg gec 403 
Ala Arg Ala Gly Leu Leu Glu Leu Ala Leu Arg Asp Gly Gly Gly Ala 

g 0 95 100 

atg gtg ttt aag get agg cag cgc gcg tec gec tgg ctg aag ccc cgc 451 
Met Val Phe Lys Ala Arg Gin Arg Ala Ser Ala Trp Leu Lys Pro Arg 

105 HO 115 

cca cct tgg aat gtg acg ctg etc tgg aca cca gac ggg gac gtg act 499 
Pro Pro Trp Asn Val Thr Leu Leu Trp Thr Pro Asp Gly Asp Val Thr 

120 125 130 

gtc tec tgg cct gec cac tec tac ctg ggc ctg gac tac gag gtg cag 547 
Val Ser Trp Pro Ala His Ser Tyr Leu Gly Leu Asp Tyr Glu Val Gin 

135 140 H5 150 

cac egg gag age aat gac gat gag gac gec tgg cag acg acc tea ggg 595 
His Arg Glu Ser Asn Asp Asp Glu Asp Ala Trp Gin Thr Thr Ser Gly 

155 160 165 



ccc 



tgc tgt gac ttg aca gtg ggc ggg gee acg ttc atg gtg ggc gac 643 



mm 2 000-301901 
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Pro Cys Cys Asp Leu Thr Val Gly Gly Ala Thr Phe Met Val Gly Asp 
170 175 180 

age ggc tac atg acc ctg tgaccttgaa gtcactgcca gtctatactt 691 
Ser Gly Tyr Met Thr Leu 
185 

caggctgagg tcacttcctg tctttaaata attcaaactc acaaatcctg tgcctgtctg 751 
tatgeaaatg tggtcacgaa tattcaaata aaatgcaaat getatgetaa aaa 804 



<210> 4 
<211> 188 
<212> PRT 

<213> Mus musculus 
<400> 4 

Met Ala Trp Ala Leu Ala Val He Leu Leu Pro Arg Leu Leu Thr Ala 
1 5 10 15 

Ala Ala Ala Ala Ala Ala Val Thr Ser Arg Gly Asp Val Thr Val Val 

20 25 30 

Cys His Asp Leu Glu Thr Val Glu Val Thr Tr P Gly Ser Gly Pro Asp 

35 40 45 

His His Gly Ala Asn Leu Ser Leu Glu Phe Arg Tyr Gly Thr Gly Ala 

50 55 60 



3 4 fiifiE^ 2000-301901 
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Leu Gin Pro Cys Pro Arg Tyr Phe Leu Ser Gly Ala Gly Val Thr Ser 

65 70 75 80 

Gly Cys lie Leu Pro Ala Ala Arg Ala Gly Leu Leu Glu Leu Ala Leu 

85 90 95 



Arg Asp Gly Gly Gly Ala Met Val Phe Lys Ala Arg Gin Arg Ala Ser 

105 HO 



100 



Ala Trp Leu Lys Pro Arg Pro Pro Trp Asn Val Thr Leu Leu Trp Thr 

115 120 125 

Pro Asp Gly Asp Val Thr Val Ser Trp Pro Ala His Ser Tyr Leu Gly 

130 135 140 



Leu Asp Tyr Glu Val Gin His Arg Glu Ser Asn Asp Asp Glu Asp Ala 

155 160 



145 



150 



Trp Gin Thr Thr Ser Gly Pro Cys Cys Asp Leu Thr Val Gly Gly Ala 

165 170 "5 



Thr Phe Met Val Gly Asp Ser Gly Tyr Met Thr Leu 

180 185 



<210> 5 
<211> 19 
<212> DNA 



mti^#2 0 0 0 



• 
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<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence:Artif icially 
synthesized primer sequence 

<400> 5 

gggggtggac catcctcta 

<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Art if icia! ! 
synthesized primer sequence 

<400> 6 

cgcgcagctg taaacggtag 

<210> 7 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 



1 1 — 0 4 1 9 3 6 



<223> Description of Artificial Sequence: Art i f icial 1 y 
synthesized primer sequence 



<400> 7 

25 

ggtgatgtca cagtcgtctg ccatg 



<210> 8 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificial ly 
synthesized primer sequence 

<400> 8 

acggtccgca ggagtagcag taa 



!tiU&2 000-3 01901 
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mm) 



1 



ffi§E# 2000-301901 



ftjfi 1 1 - 0 4 1 9 3 6 



& m a 



(599002744] 



1998^11^250 
3fU?;i^K6£ 6 -16-20-406 



1 



;l J .!ff.^2 000-301 901 



